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e rricroorganisms are known lo generate eleciricity in M ial fuel ¢
ansferring electrons from an electron donor 1o an electron acceptor. Although microbia
fm,ms such as diversity and community structure may influence the ¢ ity and efficiency of €
generation 35’/: Cs, littleiskn about microbial ecological information when activated sludgeis s
for MFCs. In this study, we performed microblal community analysi is {0 examine microbial dive
community mmctum ir MFCs seedesd with activated siudge from a munic wastewale
n Korea. Because anode-attached biofilm populations are ticularty important in el
the rmicrobial ecology characteristics of anode-attached biofim miciobes were ¢ xplored and cormparc
with those r)f suspended-growth microbes in an anode chamber. in laboratory, MFCs was operated in ¢
fed-batch mode.
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An anode and a cathode were separated in each transparent polyacrylic plastic botlie, To tre
protons, a proton exchange membrane was installed between the anode and cathode bott
slectron donor glucose (1000 mg COD/L) was dosed to the anode bottle. To er m’**\m the

clectrons from the cathode 1o waler, (;tuc,osc (50@ mg COD/L) and OX\/C}C‘ n{via a

the cathode botile. After biofiim fofmuﬁm became slabilized, the fuel cell systern g wm‘f@d

m2 of power density, which is typical in MFCs seeded with activaled sludge. For mrcr@o”\&

rmeasurement, TREFLE (lerminal-res mt on fragment length polymorphismy analysis was conducted with

165 rONA primers (27F-FAM and 1482R) and two restriction um/m (Hhal and Mspl). The degree of

bacterial diversity was estimated using Shannon-index, Richness, and Evenness | indices.

For determining rmicrobial commmrty structure, bacterial 168 rDNA were amplified (with 275
primers), cloned (TA-TOPO cloning kit), and su;ut‘-f‘(;(\d lo phylogenetic ar U?yolb web-bas
\»;uch as CLUSTALW (BB and Cl /XBSH“*FR (RDPIY were used. 1)
of diversity in anode-attached bicfiim (s higher than thos Mu(t hes

le and cathode . Althougt \T!”C— (_iv\/c sity ©
o that of the origingl activated sludge, t
Stivated siudge. In ilm co
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